Key indicators: single-crystal X-ray study; T = 200 K; mean (C-C) = 0.002 Å; R factor = 0.034; wR factor = 0.091; data-to-parameter ratio = 12.7.
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Experimental
Crystal data 
Data collection
Oxford Diffraction Gemini-S CCDdetector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0. Table 1 Hydrogen-bond geometry (Å , ). 
Comment
The Lewis base 4-(4-nitrobenzyl)pyridine (NBP) is an analogue of 2-(2,4-dinitrobenzyl)pyridine (DNBP) which is significant because of its unusual photochromic behaviour in the solid state, although NBP does not possess such properties. The structure of DNBP has been determined (Seff & Trueblood, 1968; Scherl et al., 1996; Naumov et al., 2002) , as well that of its isomer 4-(2,4-dinitrobenzyl)pyridine (Ottersen & Seff (1974) , but the structure of NBP itself is not known. A structure of a cocrystal adduct of NBP with 4-aminobenzoic acid has been reported (Smith et al., 1997) .
Our reaction of NBP with 5-nitrosalicylic acid (5-NSA) gave the title compound C 12 H 11 N 2 O 2 + C 7 H 4 NO 5 -(I), the structure of which is reported here. The acid 5-NSA has proved useful for formation of crystalline salts with a number of Lewis bases (Smith et al., 1996; Smith et al., 2005; Smith et al., 2006) . With the title compound (I) ( 
Experimental
The title compound was synthesized by heating together under reflux for 10 minutes, 1 mmol quantities of 4-(4-nitrobenzyl)pyridine with 5-nitrosalicylic acid in 50 ml of 50% ethanol-water. After concentration to ca. 30 ml, partial room temperature evaporation of the hot-filtered solution gave yellow crystal aggregates (m.p. 416-417 K) from which a block section was cleaved for the X-ray analysis.
Refinement
Hydrogen atoms involved in hydrogen-bonding interactions were located by difference methods and their positional and isotropic displacement parameters were refined. The other H-atoms were included in the refinement at calculated positions [C-H = 0.93 Å (aromatic) and 0.97 Å (aliphatic) and U iso (H) = 1.2U eq (C)], using a riding-model approximation. Figures   Fig. 1 . Molecular configuration and atom naming scheme for the hydrogen-bonded NBP cation and 5-NSA anion species in (I). Hydrogen bonds are shown as dashed lines and displacement ellipsoids are drawn at the 50% probability level. (7) 0.0522 (7) 0.0479 (7 
